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Condensin and cohesin play fundamental roles in the structural and functional organization of chromosomes. But the global contribution of condensin and cohesin into genomic organization was not understood well. I applied the ChIA-PET (Chromatin Interaction Analysis by Paired-End Taq Sequencing) approach to the fission yeast model system, and mapped condensin and cohesin-mediated associations across the genome. I found that condensin and cohesin direct different association networks and generate different sizes of chromatin domains. Furthermore, mitotic transcription factors Ace2 and Ams2 recruit condensin onto cell cycle regulated genes through the physical interaction, and functions in cell cycle-dependent genome organization supporting the fidelity of chromosome segregation.
